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Annotations legend





Underlays legend

•• fwd_exon : LightBlue
•• fwd_UTR : LightOrange
•• rev_exon : LightBlue
•• rev_UTR : LightOrange
•• intron : LightYellow
•• CNS_90 : Red
•• CNS_80 : LightRed
•• CNS_70 : Pink
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